
Papers Referencing (or using) the Cryo-EM Core 

Prepared Tuesday, October 4, 2022 

2022 

1. Brawley DN, Sauer DB, Li J, Zheng X, Koide A, Jedhe GS, Suwatthee T, Song J, Liu Z,
Arora PS, Koide S, Torres VJ, Wang DN, Traaseth NJ. Structural basis for inhibition of the drug
efflux pump NorA from Staphylococcus aureus. Nat Chem Biol. 2022 Jul;18(7):706-712. doi:
10.1038/s41589-022-00994-9. Epub 2022 Mar 31. PMID: 35361990; PMCID: PMC9246859.

2. Casey Vieni, Nicolas Coudray, Georgia L. Isom, Gira Bhabha, Damian C. Ekiert, Role of
Ring6 in the Function of the E. coli MCE Protein LetB, Journal of Molecular Biology,Volume
434, Issue 7,2022, 167463, ISSN 0022-2836, https://doi.org/10.1016/j.jmb.2022.167463.

3. Ching KL, de Vries M, Gago J, Dancel-Manning K, Sall J, Rice WJ, Barnett C, Khodadadi-
Jamayran A, Tsirigos A, Liang FX, Thorpe LE, Shopsin B, Segal LN, Dittmann M, Torres VJ,
Cadwell K. ACE2-containing defensosomes serve as decoys to inhibit SARS-CoV-2 infection.
PLoS Biol. 2022 Sep 13;20(9):e3001754. doi: 10.1371/journal.pbio.3001754. PMID: 36099266;
PMCID: PMC9469972.

4. Falzone ME, Feng Z, Alvarenga OE, Pan Y, Lee B, Cheng X, Fortea E, Scheuring S, Accardi
A. TMEM16 scramblases thin the membrane to enable lipid scrambling. Nat Commun. 2022
May 11;13(1):2604. doi: 10.1038/s41467-022-30300-z. PMID: 35562175; PMCID:
PMC9095706.

5. Kelley K, Raczkowski AM, Klykov O, Jaroenlak P, Bobe D, Kopylov M, Eng ET, Bhabha G,
Potter CS, Carragher B, Noble AJ. Waffle Method: A general and flexible approach for
improving throughput in FIB-milling. Nat Commun. 2022 Apr 6;13(1):1857. doi:
10.1038/s41467-022-29501-3. PMID: 35387991; PMCID: PMC8987090.

6. Maruthi K, Kuang H, Cheng A, Rice W, Alink M, Eng ET, Chua E, Dallakyan S, Potter CS,
Carragher B. Data Collection Speedups in Leginon. Microscopy and Microanalysis. Cambridge
University Press; 2022;28(S1):1262–1264.

7. Reddy KD, Ciftci D, Scopelliti AJ, Boudker O. The archaeal glutamate transporter homologue
GltPh shows heterogeneous substrate binding. J Gen Physiol. 2022 May 2;154(5):e202213131.
doi: 10.1085/jgp.202213131. Epub 2022 Apr 22. PMID: 35452090; PMCID: PMC9044058.

8. Rice, W., & Cheng, A. (2022). Improvements in Speed and Hole Finding in Leginon.
Microscopy and Microanalysis, 28(S1), 1178-1180. doi:10.1017/S1431927622004949

Division of Advanced Research Technologies (DART)
Cryo–Electron Microscopy Laboratory



9. Sauer DB, Marden JJ, Sudar JC, Song J, Mulligan C, Wang DN. Structural basis of ion - 
substrate coupling in the Na+-dependent dicarboxylate transporter VcINDY. Nat Commun. 2022 
May 12;13(1):2644. doi: 10.1038/s41467-022-30406-4. PMID: 35551191; PMCID: 
PMC9098524. 

10. Selvakumar P, Fernández-Mariño AI, Khanra N, He C, Paquette AJ, Wang B, Huang R, 
Smider VV, Rice WJ, Swartz KJ, Meyerson JR. Structures of the T cell potassium channel Kv1.3 
with immunoglobulin modulators. Nat Commun. 2022 Jul 4;13(1):3854. doi: 10.1038/s41467-
022-31285-5. PMID: 35788586; PMCID: PMC9253088. 

 
 
 
2021 
 

1. Ahmed, Eman; Womble, C. Tyler; Cho, Jinwon; Dancel-Manning, Kristen; Rice, William J.; 
Jang, Seung Soon; Weck, Marcus. One-pot synthesis of linear triblock terpolymers and their 
aqueous self-Assembly. Polymer chemistry. 2021:12(13):1967-1974.DOI: 10.1039/d1py00054c 

2. Chan KW, Luo CC, Lu H, Wu X, Kong XP. A site of vulnerability at V3 crown defined by 
HIV-1 bNAb M4008_N1. Nat Commun. 2021 Nov 9;12(1):6464. doi: 10.1038/s41467-021-
26846-z. PMID: 34753944; PMCID: PMC8578649. 

3. Cheng A, Negro C, Bruhn JF, Rice WJ, Dallakyan S, Eng ET, Waterman DG, Potter CS, 
Carragher B. Leginon: New features and applications. Protein Sci. 2021 Jan;30(1):136-150. doi: 
10.1002/pro.3967. Epub 2020 Nov 3. PMID: 33030237; PMCID: PMC7737759. 

4. Grau D, Zhang Y, Lee CH, Valencia-Sánchez M, Zhang J, Wang M, Holder M, Svetlov V, 
Tan D, Nudler E, Reinberg D, Walz T, Armache KJ. Structures of monomeric and dimeric 
PRC2:EZH1 reveal flexible modules involved in chromatin compaction. Nat Commun. 2021 Jan 
29;12(1):714. doi: 10.1038/s41467-020-20775-z. PMID: 33514705; PMCID: PMC7846606. 

5. Grossman-Haham I, Coudray N, Yu Z, Wang F, Zhang N, Bhabha G, Vale RD. Structure of 
the radial spoke head and insights into its role in mechanoregulation of ciliary beating. Nat Struct 
Mol Biol. 2021 Jan;28(1):20-28. doi: 10.1038/s41594-020-00519-9. Epub 2020 Dec 14. PMID: 
33318704; PMCID: PMC7855469. 

6. Hao Z, Epshtein V, Kim KH, Proshkin S, Svetlov V, Kamarthapu V, Bharati B, Mironov A, 
Walz T, Nudler E. Pre-termination Transcription Complex: Structure and Function. Mol Cell. 
2021 Jan 21;81(2):281-292.e8. doi: 10.1016/j.molcel.2020.11.013. Epub 2020 Dec 8. PMID: 
33296676. 

7. Hsia Y, Mout R, Sheffler W, Edman NI, Vulovic I, Park YJ, Redler RL, Bick MJ, Bera AK, 
Courbet A, Kang A, Brunette TJ, Nattermann U, Tsai E, Saleem A, Chow CM, Ekiert D, Bhabha 
G, Veesler D, Baker D. Design of multi-scale protein complexes by hierarchical building block 



fusion. Nat Commun. 2021 Apr 16;12(1):2294. doi: 10.1038/s41467-021-22276-z. PMID: 
33863889; PMCID: PMC8052403. 

8. Huysmans GHM, Ciftci D, Wang X, Blanchard SC, Boudker O. The high-energy transition
state of the glutamate transporter homologue GltPh. EMBO J. 2021 Jan 4;40(1):e105415. doi:
10.15252/embj.2020105415. Epub 2020 Nov 13. PMID: 33185289; PMCID: PMC7780239.

9. Khanra N, Brown PM, Perozzo AM, Bowie D, Meyerson JR. Architecture and structural
dynamics of the heteromeric GluK2/K5 kainate receptor. Elife. 2021 Mar 16;10:e66097. doi:
10.7554/eLife.66097. PMID: 33724189; PMCID: PMC7997659.

10. Lopez-Redondo M, Fan S, Koide A, Koide S, Beckstein O, Stokes DL. Zinc binding alters
the conformational dynamics and drives the transport cycle of the cation diffusion facilitator
YiiP. J Gen Physiol. 2021 Aug 2;153(8):e202112873. doi: 10.1085/jgp.202112873. Epub 2021
Jul 13. PMID: 34254979; PMCID: PMC8282283.

11. Qiu B, Matthies D, Fortea E, Yu Z, Boudker O. Cryo-EM structures of excitatory amino acid
transporter 3 visualize coupled substrate, sodium, and proton binding and transport. Sci Adv.
2021 Mar 3;7(10):eabf5814. doi: 10.1126/sciadv.abf5814. PMID: 33658209; PMCID:
PMC7929514.

12. Rice W, Wang B, Paquette A. Efficient Single Particle and Tilt Series Workflow for a Cryo-
EM Core. Microscopy and Microanalysis. Cambridge University Press; 2021;27(S1):2300–2302.

13. Sauer DB, Song J, Wang B, Hilton JK, Karpowich NK, Mindell JA, Rice WJ, Wang DN.
Structure and inhibition mechanism of the human citrate transporter NaCT. Nature. 2021
Mar;591(7848):157-161. doi: 10.1038/s41586-021-03230-x. Epub 2021 Feb 17. PMID:
33597751; PMCID: PMC7933130.

14. Sauer DB, Wang B, Sudar JC, Song J, Marden J, Rice WJ, Wang DN. The ups and downs of
elevator-type di-/tricarboxylate membrane transporters. FEBS J. 2021 Aug 17. doi:
10.1111/febs.16158. Epub ahead of print. PMID: 34403567.

15. Santarossa CC, Mickolajczyk KJ, Steinman JB, Urnavicius L, Chen N, Hirata Y, Fukase Y,
Coudray N, Ekiert DC, Bhabha G, Kapoor TM. Targeting allostery in the Dynein motor domain
with small molecule inhibitors. Cell Chem Biol. 2021 Oct 21;28(10):1460-1473.e15. doi:
10.1016/j.chembiol.2021.04.024. Epub 2021 May 19. PMID: 34015309; PMCID: PMC8542630.

16. Selvakumar P, Lee J, Khanra N, He C, Munguba H, Kiese L, Broichhagen J, Reiner A,
Levitz J, Meyerson JR. Structural and compositional diversity in the kainate receptor family. Cell
Rep. 2021 Oct 26;37(4):109891. doi: 10.1016/j.celrep.2021.109891. PMID: 34706237; PMCID:
PMC8581553.

17. Sweet ME, Larsen C, Zhang X, Schlame M, Pedersen BP, Stokes DL. Structural basis for
potassium transport in prokaryotes by KdpFABC. Proc Natl Acad Sci U S A. 2021 Jul



20;118(29):e2105195118. doi: 10.1073/pnas.2105195118. PMID: 34272288; PMCID: 
PMC8307911. 

18. Valencia-Sánchez MI, Abini-Agbomson S, Wang M, Lee R, Vasilyev N, Zhang J, De
Ioannes P, La Scola B, Talbert P, Henikoff S, Nudler E, Erives A, Armache KJ. The structure of
a virus-encoded nucleosome. Nat Struct Mol Biol. 2021 May;28(5):413-417. doi:
10.1038/s41594-021-00585-7. Epub 2021 Apr 29. PMID: 33927388; PMCID: PMC8370576.

19. Valencia-Sánchez MI, De Ioannes P, Wang M, Truong DM, Lee R, Armache JP, Boeke JD,
Armache KJ. Regulation of the Dot1 histone H3K79 methyltransferase by histone H4K16
acetylation. Science. 2021 Jan 22;371(6527):eabc6663. doi: 10.1126/science.abc6663. PMID:
33479126; PMCID: PMC8279004.

2020 

1. Coudray N, Isom GL, MacRae MR, Saiduddin MN, Bhabha G, Ekiert DC. Structure of
bacterial phospholipid transporter MlaFEDB with substrate bound. Elife. 2020 Nov 25;9:e62518.
doi: 10.7554/eLife.62518. PMID: 33236984; PMCID: PMC7790496.

2. Sauer DB, Trebesch N, Marden JJ, Cocco N, Song J, Koide A, Koide S, Tajkhorshid E, Wang
DN. Structural basis for the reaction cycle of DASS dicarboxylate transporters. Elife. 2020 Sep
1;9:e61350. doi: 10.7554/eLife.61350. PMID: 32869741; PMCID: PMC7553777.

2019 

1. Rice WJ, Cheng A, Dallakyan S, Bhatkar S, Krit S, Eng ET, Carragher B, Potter CS.
Strategies for Data Flow and Storage for High Throughput, High Resolution Cryo-EM Data
Collection. Microscopy and Microanalysis. Cambridge University Press; 2019;25(S2):1394–
1395.

2. Niekamp S, Coudray N, Zhang N, Vale RD, Bhabha G. Coupling of ATPase activity,
microtubule binding, and mechanics in the dynein motor domain. EMBO J. 2019 Jul
1;38(13):e101414. doi: 10.15252/embj.2018101414. Epub 2019 May 31. PMID: 31268607;
PMCID: PMC6600642.

3. Valencia-Sánchez MI, De Ioannes P, Wang M, Vasilyev N, Chen R, Nudler E, Armache JP,
Armache KJ. Structural Basis of Dot1L Stimulation by Histone H2B Lysine 120 Ubiquitination.
Mol Cell. 2019 Jun 6;74(5):1010-1019.e6. doi: 10.1016/j.molcel.2019.03.029. Epub 2019 Apr
10. PMID: 30981630; PMCID: PMC7009778.




